(J) shRNA knockdown of Galnt3 in HMECs. Transcript levels were measured using qPCR in HMECs expressing a control shRNA (C) or two independent Galnt3 shRNAs (Gsh1 and Gsh2) and SUM159 cells. qPCR data normalized to Gapdh are expressed as a fold-change relative to HMECs and are the mean ± SEM of three independent experiments. *** p-value < 0.001, Student's t test.
(K) shRNA knockdown of GALNT3 in HMECs induces a mesenchymal morphology.
Phase microscopy images of HMEC, HMEC Gsh1 (D, E) *p-value < 0.05, ***p-value < 0.001, not significant (n.s.), ANOVA test. ***p-value < 0.001, not significant (n.s.), Student's t test.
TE, Trophectoderm; ICM, Inner Cell Mass.
Supplementary Table   Table S1 . Primers used in this study. Related to STAR Methods section. TCC TGC TGC TTT ACT TCA GTG GAC GAC TGG TTT CCC CAT TTC 
Primers for

